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Interactome: new tools for protein complexes identification 
 

The Proteomic platform at CRCM emerged from Jean-Paul Borg’s team that works for 

several years in the field of protein-protein interactions, cell polarity and its deregulation 

in cancer development. Our platform developed a very strong expertise in the discovery of 

novel protein-protein interactions and identification of protein complexes using affinity-

purification mass spectrometry (AP-MS) approaches. I will illustrate my talk with a few 

examples of protein complexes identified by immunoprecipitation, pulldown, or peptides 

pulldown these last years and will present  the last strategies we favour since more 

efficient precipitation tools called nanobodies are available. New strategies as BirA or 

APEX approaches allowing the identification of low affinity or transient partners will also 

be presented.  

Besides biochemical development, improvement of mass spectrometers with higher scan 

speed, higher sensitivity and dynamic range as well as choice of quantitative strategies 

allow us to go deeper and faster into the proteomes to detect low abundant interactors.  
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